
We assume that association 
between the postglacial
migration patterns of Ind-
European peoples and pines 
is not random. Obviously, 
the migrating tribbles 
attracted birds, bores and 
other seed consumers so 
spreading all these species 
simultaneously. 

Consequently, the migration 
of other living beings could  
follow similar routs as we 
have observed for pines.    

What is the evolutionary 
origin of Scots pine?
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It is very likely that woody 
plants survived in a north 
eastern refugium located 
closer to the glaciated area 
than was believed earlier. 

This north eastern refugium is 
located in eastern Ukraine 
well coincides with pre-
migration area of Proto-Indo-
Europeans (e.g. the Kurgan 
hypothesis of Gimbutas).
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Objective was to identify the most likely 
glacial refugia of Scots pine and postglacial 
migration routs by the aid of maternally 
inherited mitochondrial DNA markers  

Material and methods: we genotyped 15 trees 
form each of 35 Scots pine provenances in a 
field test near Kaunas at mitochondrial DNA 
locus Nad7.1. The locus is not recombinant. 
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Above. Geographical distribution of the mtDNA 
haplotypes A (white) and B (red). Population 
location is marked by the pie plots, where color 
indicates proportion of the two mitotypes. The 
zone of prevalence of the B haplotype is outlined, 
where the eastmost region with prevalence of the 
type B haplotype  indicates putative glacial 
refugium and migration route towards north-west 

Above. Based on our results, we made a hypothetical 
model of postglacial migration of Scots pine from 
multiple refugia represented by the haplotype A and 
a compact the north-eastern refugium with the 
haplotype B. The location of this B type refugium 
coincides with the most likely Proto-Indo-European 
area from which Indo-European peoples spread to 
the present-day territories ca. 4000 BC (map below). 
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Above. Geographical distribution 
of the mtDNA haplotypes A 
(white) and B (red) in Lithuania. 
Most of the type B haplotypes 
were found in eastern Lithuania, 
confirming the postglacial 
migration theory from the north 
eastern refugium.
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